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Microbe-1 Bacillus altitudinis 99.87% 95%
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Microbe-3 Bacillus cereus 99.48% 98%
Microbe-4 Bacillus xiamenensis 99.74% 96%
Microbe-5 Bacillus cereus 99.74% 98%
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Microbe-16 Bacillus cereus 94.85% 93%
Microbe-17 Pantoea ananatis 98.66% 99%
Microbe-18 Cronobacter universalis 99.73% 99%
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